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1. What's FDA Toxicity Grading Scale
2. How to perform Toxicity Grade Analysis




What’s FDA Toxicity Grading Scale




Chemistry

General Chemistry
Liver biochemistry
Kidney function
Lipid

Hematology
Completed Blood Count

White Blood Cell Differential

Coagulation Studies

Data Categories -

Result Scale

QUANTITATIVE
SEMI-QUANTITATIVE
ORDINAL

Data collection
Central lab Local lab
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In March 2024, the FDA revised TCG to require
sponsors to submit two distinct domains for lab
results.

» Structured Data Domains: LB domain for Sl
units and LC domain for conventional units.

» Analysis-Driven Creation: ADaM
recommends creating ADLB or ADLC based on
analysis requirements.

6



FDA (2007) Toxicity Grading Scale

Guidance for Industry: Toxicity Grading Scale for Healthy Adult and Adolescent Volunteers Enrolled in
Preventive Vaccine Clinical Trials (Food and Drug Administration (FDA, 2007)).

It contains 2 tables: 1) for Clinical Abnormalities and 2) for Laboratory Abnormalities.

It categorizes toxicity into four grades for both clinical and laboratory abnormalities: Grade 1 (mild), Grade 2
(moderate), Grade 3 (severe), and Grade 4 (potentially life-threatening).

NCl's Common Toxicity Criteria and the AIDS Division’s Grading Scale, are designed for patients with existing
conditions and may not be suitable for healthy volunteers (potentially leading to missed adverse events).

FDA (2007) is extended for other clinical trials for healthy adult and adolescent volunteers.

Other criteria: National and Regional Standards (such as FCPI, NMPA).
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https://www.fda.gov/media/73679/download

FDA (2007) Toxicity Grading Scale

_

CTCAE Term
Category: Metabolism and
nutrition disorders
Sodium >150 - 155 Sodium >155 - 160 Sodium >160 mmol/L;

Sodium >ULN - 150 mmol/L; mmol/L;

mmol/L

Hypernatremia

Key: ULN=Upper Limit of Normal
Text in gray italic in the table is present in the grading scale but is not applied when grading lab data.
Resource: https://evs.nci.nih.gov/ftp1/CTCAE/CTCAE_5.0/

Sodium 144 — 145 mmol/L Sl kD= 1 SR Tt Sodium > 150 mmol/L
mmol/L mmol/L

Resourge;httos://www.fda.qov/media/73679/down|oad

cd IEC #ClearDataClearlmpact 8



https://evs.nci.nih.gov/ftp1/CTCAE/CTCAE_5.0/
https://www.fda.gov/media/73679/download

What outputs will be performed
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What outputs will be performed

TSFLABOSh: Shift in Laboratery Valaes From Baseline 1o Warst Grade [During Time Preiiod)
Based on FDA Toxicity Grading Scale for Healthy Adult and Adalescent Volunbeers

— [Part 1]: Saferv Analvsis Sef {Study xax)

Laboraory Caegory
Laboraiory Tes
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What outputs will be performed

LSFLABOL: Listing of Laboratory Values - [Part 1]: Safety Analysis Set (Study xxx)

8T ' Treatment Asseisent
R ' ; Grroup Tremmseen Age [yems) Labogatory DanefTame [Cnpera Change From Refepence
IR Lequeiice Subgeer D Sex Race Tesr {nnizh {Smucky Dy} Vit Tinse Peant Buesmln Flag] Baseline Range
.
. -
.
. B
.
. .
L4

By [CS=clnncally sipuaficant]
1 Sy daw 15 relative to [ihe start of [stady treatment]|

For Toxicity Grade column: retain the toxicity term for parameters with two directions and grade >= 1 (for example, Hypernatremia: grade 1).

1
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How to perform Toxicity Grade Analysis

1. CDISC Requirements
2. Workflow




CDISC Requirement

ADLB (ADaMIG 1.1) and ADLBTOX (company standard)
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CDISC Requirement

ADaMIG 1.3

USUBJID SEX  AVISIT PARAMCD PARAM AVAL
IL(Jjniqgg Subject Sex Analysis Visit Parameter Code Parameter Analysis Value
entifier
002-001 F Screening Sodium Sodium 115
(mmol/L)
002-001 F Cycle 04  Sodium Sodium 132
(mmol/L)
002-001 F Cycle 05  Sodium Sodium 144
(mmol/L)
ATOXDSCL ATOXGRL ATOXDSCH ATOXGRH
Analysis Toxicity Description Low Analysis Toxicity Grade Low Analysis Toxicity Description High  Analysis Toxicity Grade High
Sodium - Hyponatremia 0 Grade 1: 132 — 134 mmol/L Sodium - Hypernatremia 0 Grade 0: <144 mmol/L
Sodium - Hyponatremia — 1< Sodium - Hypernatremia — 0 <
Sodium - Hyponatremia 0 Sodium - Hypernatremia 1
ATOXGR
Analysis Toxicity Grade
0
> 1 <
Max(ATOXGRL, ATOXGRH) 1

cdisc
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Workflow

Each term and grade are described based on the grading scale.

SAP Appendix

Laboratery Test | LI E AMloderate SEVETE Paotentially Life Implementation Nolis
Toxkity Term {Cerade 1) (Crade 2) (Ceraile 3) Threatening
(Corade 4)

| Chemistry What about 131.5?
| Sl = Hyponamemia | Sodiwm £ T Sodnum Sl Added ranges i 51 mmir
I 3213 L 130 —§3] ) 125 — 125 mEg'L = 125 mEgL T S

‘F: = 134 mama] L 1530 — 13 ] mumal T §25 — 12% numod L < 125 munod L
| Sodmiin - Hyperatreme | Sodiimm Sl Sqgudrinm Sodivmii Aalded ranges i 51 imr
| 144 - 145 mEqL 146 - 147 mEgL 16 — 1 50 mEq L > 150 mEgL { ] L
| 144 = 144 numol 1. 146 = 147 pumol T, 148 = 150 mumod 1. = 140 mumol L
| Potassive - Poaassaiin Peassiumi Potassimi Potassauin Audded ranges m 51 umit
| Hyperkalemin 5.1 - 52 mEgL 5.3 - 5.4 mEqg'L 54— 5.6 mEgL = &6 mEqg'L T T
! 51— 52 mmol L 5.3 — 5.4 pmol L 5.5 — S5 mmol L > 5.6 minol L
| Porassivem - Pt sssniig Ponassim POLass Tl Protassquim Auddhid rauges an 51 wnir
| Hypokalbemia 35 -3.6mEgL 3334 mEgL 3il-32mEgL <31 mEgL ] L b
| 5 — 56 men T 33— 34 pmal L 30 -352 mmoll < 3.1 mmal 'L
| Hematobegy
| Hmoghabm - Female Fennile Fenuls Fernale | Addded ranges in 51 wmit

10— 120 gl 45 - 109 pidl: A0—-94 gl < B0 pdl: L

110- 120 2L 95 = 109 gL &0 -9 pL <~ B gL

| hlale hlabs hulale ik

125= 135 gidl; 104 =124 gidl: 5= 14 grdL: < §.% prdL;
L 125135 | 108 14gL £5 - 104 g <BSgl L
| Hemoglobim change | Any decrease - L5 gidll; | Deoease of Deécrease of Decreass of Adkded ranges i 81 umit
| Frans basabime value | Ay decrense - 15 gL =20 gL 2l =50gdlL; = 50 pidL: (2/L).

Lh= 20T -50pT Shel

The abgv.e*data is sourced from: https://www.fda.gov/media/73679/download

cdisc
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https://www.fda.gov/media/73679/download

. Workflow Lab Toxicity Spreadsheet

. « Excel preconfigured to align with the SAP appendix for these scales

¢ ‘ '++ Used to generate toxicity grade variables (e.g., ATOXGR(H/L), ATOXGRL, ATOXGRH)
...=»*+ CONDCHK displays grading criteria vertically

e v

] — o

. . ; -;QIHL__ o mmmm.

H o [k . LEVS QA PLAGAM,

. A : | - o 131.5 belongs to Grade 2
v * Grade 0 is assigned to a lab assessment when the lab test is described in the SAP table, but the lab value is not assigned a grade 1 or higher.

11
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.~ Workflow Core Macros

:. °/oadtoxg . used to create ATOXGR, BTOXGR, ATOXDSCL, ATOXDSCH, ATOXGRL, ATOXGRLN, ATOXGRH,
' ATOXGRHN, BTOXGRL, BTOXGRLN, BTOXGRH, BTOXGRHN based on criteria in LBTOXGRADE spreadsheet.
0 20106M 210D wolhhow :

RO b

- i agibo

T
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Workflow

_adtoxgr
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]
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Core Macros

COMDCHIS LOROEHE CONOGHRY CORIGHEL I

PP v < T8R4
TEETAT o dein < 144
FEEPER o hmiuitn o 182
R o remain o 184

THEEEY o < a4

Pl o= rsastm as 145
Lidell < piaglts o Tl
Pl vyl 0w [4S
bl = rpalny w45
T <= rejailr o= 145
TR < i < 144
13 sl o= TR 133 g reln o= 134
13 = resshs <= FER 103 o= reushn o= 134

[T e e——— ] 4

13« s o4 90990 103 oo néjulm o= 134
V3 & ramehs o GERO0 F30 cm rariasite o ]38
134« rewshe o= PP 150 da rmkn e 134

154 = reuche =& TP 11 2= repskn o= 1.4
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145 « renchin <= 147
185 < rewelts €= 147
145 < rpzudin ww A7
45 & ppwukin o= 1£]
143 < reschn <= T4
145 € pepatts = LT
130 o= pwwudin o §332
130 == ruaen 2 130
TH <& rdtn « 1
130 <= rmasbtn « B3
130 o= pwgdtn € 153
130 =% i 2 1L

AT « mpuadin <o 150 150 < seaadin <= S
14T « spdyn £= 150
14T & mpindin o 150
14T & mewdin <= 155
14T @ spath <& 150
T & spmdtn £a 15D
125 aim ewaudin @ 130

150 < peaahin <= TFTFTR
150 o sumaiin <= FHEFG
150 = wauidtry = m Sl
T3 < fpmuilin <= TR
TR0 < egmudin €= TFFFER
R B TS SR
PEEI < = ranshe © 135
PIPRRR 2= rabeltE € 11N
PR o rmmabtn € 125
SR w = sk o T3S

135 2= s « 1000 P00 o4 reeahs < 105

125 o= swaaden 2 130
135 = it <« 10
175 cm ppgwftny < 130

175 alm swwaibrn < 133
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Workflow

%adtoxgr

FREPR Ibtoxgrade.xIsx Import

Transpose CONDCHK
from vertical to horizontal

LBSTRESU=UNIT

_adtoxgr

Split multiple values from
one cell like LBSPEC,
LBSTRESU, TOXFAST,
TOXSEX into different rows

L .
:

. Added record number
variables (RENO)

cdisc

#ClearDataClearimpact

Core Macros
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Workflow

adtoxgr_ adlb

LESPEC AVISIT
1 SERLIM Baseline
2 S5ERUM Dy 3
J SERLIM Day &
4 SERLIM ELrs

cdisc

STUDYID
10
01
01
s

USUBJID
001 -DDO1
001 D00 T
C01-0001
LEAREF L E

LBSEQ LBTESTCD
1 SO
2 500U
3 SO0ILIM
4 50U

LESTRESU
mmabfl
mimold
mmalil

ol

#ClearDataClearimpact

Core Macros

PARAMCD

SO DL
SO0ILHA
SO0EUM
L0

AVAL ABLFL

1ag %
13E
133

BASE RECND
136 {
13% :
13% =
139 L
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Workflow Core Macros

%adtoxgr

LBSTRESU=UNIT

@isesarnh Ibtoxgrade.xIsx Ipart _adtoxgr

Transpose CONDCHK

from vertical to horizontal Split multiple values from

A one cell like LBSPEC,
LBSTRESU, TOXFAST,
TOXSEX into different rows

. . .| Workflow Corw Macrou
. _adtoxgr R ot it o oo oy /= o o

: w adtoxgr_adlb m —
: ’ Left outer join to get grade criteria vars from _adtoxgr.

Added record number
variables (RENO)

Cd |$C #ClearDataClearlmpact



Workflow Core Macros
adtoxgr_gradex0

LEBTESTCD LBSFEC AVISIT STUDYID USUBJID LESEQ LBTEST LESTRESEU  PARAMCD AVAL ABLFL BASE RECHOD
: 1 SOLNUM SERLIM Bawefirn oo 01-0001 1 Sadum fremeil SUOLHLE 1A% ¥ 13¥ 1
. £ IOCIM SERLIM Baselime 001 001-0001 1 Sadium menetl SO 13% ¥ 13% 1
... 3 SODEUM SERLIM Dy 3 oo 0401000 2 Sodium memicliL SODHLAA 138 139 2
4 SOCHUM SERLM Cay 3 a1 001 0001 2 Sadium menioliL SOOI 138 139 2
£ SOmaumM SERLIM Dlary & 01 001 . 5001 3 Laedium menall CODHL 133 139 3
& SO0 SERLIM Dy & om (01 -0 3 Sadium rrrmcii] SULHLRA 133 139 E]
T SODM SERLIM ECIS 01 001-0001 & Sadium oL SCTHLE 144 139
B SO0IUM SERLIM EDS oo 0010007 i Sodium meniliL SOOI 1dd 119 &
: . % IMHDIJHDH:ATH AT RESULTHM CONDCHKD CONDCHKT COMDCHKZ CONDCHED CONDCHES
: L 1 HIGH Sadium - Hypernatremia [numssric SRR o rppyhtn £ 144 144 o pemulin o= 145 145 < reslen <= 147 147 < resuln <= 150 150 < reskn < P99999
? e 1 LoV Soddiumn - Hpponatrermla |numserss 134 < pegultn <= PRO0DE 133 ¢ pegulir €= 134 130 <= resufn < 137 125 €= resufin € 130 990009 <o resulon < 125
- 2 HIGH Sadium « Hgparnatreimda |rumssiee IR0 < et € T4 144 o prauhm o= 145 145 < reguden <= 187 147 < esulin <= 150 150 « rpsubn co P00
% 1 i L Sadivm - Hypenatremin | ramssng 134 « regulen <= PR 132 <= regultn = 134 130 <= reaufin o 132 525 <= repulin 130 99909 Cm resultn < 125
3 : : 3 HiIGH Sodium - Hypernatremia |numssnic PRI < reguhn < 144 144 <w pegultn <= 145 145 < regulin <= 187 V47 < resudin <= 150 1530 < resukn <= P95909
a 3 LOw Sadium - Hyponstremin | numsere 134 < yesulon <= SFFERF 137 < peguhm o= 134 130 < a resuden < 132 175 <. resulhn < 130 999909 < yesultn < 125
- o 4 HIGH Serdium - Hypair natrsini | ranisiss -FHGIY o rasuhn < 144 148 ©= pggultns ©= 145 145 < reiulen ©= 147 147 < resultn <= 150 150 < resukn o= #9999
» 4 LOW Sodium - Hyponatremia |nomssnc 1 34 < resultn <= FFIRFTE 132 <= rasultny €2 134 130 <= rengdtn « 137 175 <= repalin < 130 -P9900S <o mesyltn < 125

. . 11y
. Cdlsc #ClearDataClearlmpact 23



Workflow Core Macros

%adtoxgr

LBSTRESU=UNIT

@isesarnh Ibtoxgrade.xIsx Ipart _adtoxgr

Transpose CONDCHK
from vertical to horizontal Split multiple values from

. Character grading:
o one cell like LBSPEC, , .
LBSTRESU, TOXFAST, RESULTNM eq 'CHARACTER

Ll -
: TOXSEX into different rows
Py ahie: _adtox radec
. R J A
Pt _adtoxgr
Obtain ATOXGR by applying the

: v criteria defined in CONDCHKX as
. . _adtoxgr_gradex0 conditional statements;

\ 4

: ’ Left outer join to get grade criteria vars from _adtoxgr.
S Added record number Numeric grading: RESULTNM eq ‘NUMERIC'
variables (RENO)
. . CONDCHKX -> LOWX, HIGHX and comparison operator

%do gr=0% 4
AVAL vs LOW&gr. and HIGH&gr.
L L if the criteria are met, assign the corresponding &gr. value.

Cd |$C #ClearDataClearlmpact 24



Workflow Core Macros

adtoxgr_graden

LEBTESTCD LBSPEC ANISIT STUDYID USUBJID LESEG LBTEST LESTRESU PARAMCD ANAL ABLFL BASE RECHO

: ' 1 SODIM SERLM Basehing 001 001-0001 { ‘Badium | SODHLM 129 ¥ 13% 1
'“'}“" 2 SOCRIM SERUM Baweline 001 0010001 1 Sadm memoliL SO 139 ¥ 139 1
il 3 SODAUIM SERUM Dlary 3 0o (07000 2 Sodium mamoliL SOHLAM 138 139 F

4 SODELIA SERLIM Cray 3 a1 (07 000 2 Eadhim memcliL GO LR 138 132 2

5 S00aum SERLUM Dy & a1 0700001 3 Sadium el SO 133 139 3

& SODIIM SERUM Dy & oo 04010001 3 Sadim —" SEHLIM 119 3

7 SO0 SERLIM ECIS (R (07 -0 4 Sadium okl SCTHLEM 144 13% a

B SO0 SERUM ECS 01 007000 d Saodium menaliL SR 144 139 i

¢ . DCATR ATOX LOWD  HIGHD ATONGR Low  miGH|  LOW!  MIGHT LOWE  HIGHZ LOWID  HIGHI LOwd bige |
. . HH:H Sodium « Myperaremia R 148 § e haa tad 145 143 1y 1a) 124 150 L
. LW Sodium - Myponamemis 134 999999 9 134 5N 132 134 30 b 125 EERR 125
. - HIGH Sadium - Hypsmatremia R 144 0 -FAGReY 144 £a4d 145 145 147 147 150 150 Y
. [ Lo Sadium - Bypenatemis 138 FEeeeR 0 134 599959 132 134 130 112 125 120 R ] 125
. - HI:H Bodium « Hypairalietia Ty 128 1] bbb Iaa ndd 145 143 & &7 150 150 SRR
. Lo Sodium - Myponatremis TR 132 || 134 1 B 125 T 125
. M HHGH Sodium - Bypematremis SRR 144 1 144 185 B4 145 145 147 147 158 150 K]
» LOAWW Sadium - Hyponatremls 134 L] 134 59999 132 134 130 133 125 130 B 125

. . 11y
. Cdlsc #ClearDataClearlmpact 25



Workflow Core Macros

%adtoxgr

Character grading

_adtoxgr_gradec

. Split the data into ATOXDSCH/ATOXDSCL and ATOXGRH/ATOXGRL based on
the INDICATR variable

indicatr eq LOW’ -> ATOXDSCL =ATOX; ATOXGRL=ATOXGR;
indicatr eq ‘HIGH-> ATOXDSCH =ATOX; ATOXGRH=ATOXGR;

. Bi-directional (low/high) are combined back into a single record. _adtoxgr_gradex

LAST.LBTESTCD
(retain ATOXDSCH/ADTOXDSCL/ADTOXGRH/ADTOXGRL)

_adtoxgr_graden

Numeric grading
. ATOXGR represents the worst case for two directions and equivalent to ATOXDSCH/ATOXDSCL for one direction

T
Cd |$.C #ClearDataClearlmpact
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Workflow

_adtox_gradex

ANIEIT ETUDYID UsUBID LBSEQ LBTESTCD
1 Sassline EE]] Ce 1 -0 1 SODILIM
2 Day3 Rk CeD 12001 2 S0o0IUM
3 Day & oo 6070301 3 500nUM
& E5 oo CE T -CHE 4 SOLHLI
. [ATOXDSEL ATORDSCH | ATOXGR

Sodium - Hyponatremia
Codium - Hyponairamis
Sodium - Hyponatremia

Cokum - H:,lp-unu'kernid.

cdisc

Sodium - Hypematremia O

Sesdiuerm - H"'p-;-rrldl:.q-_--'ni.g ]

LEBSTRESU
sl
mmalil
mmaoliL

MmO

ATOXGRL

Sodium Hyparmatremis I 1

Sadiuem - H'r'i"_'lurrlal,lg -

LESFEC PARAMCD
SERLINI SODIUM
SERLIM SOOI
SEHLIM SETHLM
SERLINM SnbaLinA

ATOXGRH

0

t]

#ClearDataClearimpact

Core Macros

PARAM AVAL AELFL
Sz rii e [mimanli) 13% ¥
Codiufm [mimoliL] 138

Sodium [mmolil] 133

Sodium [mmali] a4

ATOXGRMN ATOXGRLM
0

a

1 1

1 0

ATOXGRHN

o O O
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Workflow Core Macros

%adtoxgr

Character grading:
RESULTNM eq
'CHARACTER'

_adtoxgr_gradec

. Split the data into ATOXDSCH/ATOXDSCL and ATOXGRH/ATOXGRL based on
the INDICATR variable

indicatr eq LOW’ -> ATOXDSCL =ATOX; ATOXGRL=ATOXGR;
indicatr eq ‘HIGH-> ATOXDSCH =ATOX; ATOXGRH=ATOXGR;

. Bi-directional (low/high) are combined back into a single record. _adtoxgr_gradex

LAST.LBTESTCD
(retain ATOXDSCH/ADTOXDSCL/ADTOXGRH/ADTOXGRL)

_adtoxgr_graden

Numeric grading

Derive baseline toxicity grade
vars: BTOXDSCH/BTOXDSCL
and BTOXGRH/BTOXGRL

\ 4

. ATOXGR represents the worst case for two directions and equivalent to ATOXDSCH/ATOXDSCL for one direction

T
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Workflow

Final Dataset

Core Macros

cdisc
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. ANIEIT STUDYID UEuBJID LESEQ LBTESTCD LBSTRESU LEBSPEC PARAMCD FARAM AVAL ABLFL BAZE
Biiiiiiem
M . 1 Baasline He)] ek Bt 1 SOOIk el SERLIM SODIUM Coel s [mrrsalil) 138 % 139
43 TN
. 2 Dwyl 001 060100 2 SODIUM iliatly s SERLIM SODIUM Sodiumm [mmolil] 138 139
. .
N 3 Day & oo 0601 0001 1 S500IUM mimaliL SERLM SOHUM Soad Hirm [mmaalil] 133 139
49 |
. il & B5 (HER} k1 LEHH 4 SOHL Ll SERLIM So0IUM Sodium [mmaliL] raad L5
.

ATOXDECL ATOXDRCH ATOXOR AT GRE ATDEGRAH ATONGRN ATOEQRLKE
. .

GOk - Hypaanairireg T - Hpaseateria 0 0 g o
L .

St - Plppasatters S - Mgperanavos 1] a o

Sodum - Hyporstreris  Sodan - Hprseramems 1 1 1 1

Eodium « Hypomsirems  Sodumn - Hypematrenis 1 L]




Workflow

Core Macros

%adbilitox: used to update the grade of Bilirubin when ALT or AST tests
are abnormal.

Function Test is monmal;
merease bey factior

' Laboratory Test / Mild Moderate Severe Potentially Life lmplementarion Notes

Toxicity Tern {Grade 1) (Grmide 2) (Carmde X) Threatening
(Grade 4)

Chemistiy
Liver Function Tests — 1L1-25xULN 26-50xULN El-10x LN - 10 x LN
ALT, AST increase by

_l'.'l.:l!m _ _ _ _ _
Bielmibin - when 1.1= .35z ULK |26 1.5 x ULN LAl = L7501 - LTS UL Ay mérease m Liver
acgonmpanied by any Fumction Test is defied
mereise m Liver ns prade 1 ood ldgher for
Funcricn Test inerease AST and'or ALT
by fa1ca imcrense by facion,
Bulmubin — when Livier 1.1=-15% LN l6-20x 1IN 20-30xULN 10X 1NN This grading 1s apphed

all Balanddun

measurements where the
comdition for grading as
pet the line above is mod

el

The above data is sourced from: https://www.fda.gov/media/73679/download

cdisc

#ClearDataClearimpact

30


https://www.fda.gov/media/73679/download

QC

LETESTCDY LBTEST LBSPEC TOXFAST TOMSEY LWMIT INDICATR  TOXTERK RESULTRM TOWNGRD COMDCHK

a1 ALGTHE ArenOiraraterass SERALML PLASKUA. GESL O PLASKIA, ANY HEH BET + noremes by facios TILITHE o Q «FF3995 < ppulin €= 1{BULM
551 Sty Amanoh s ase SEELEA PLASRASA SEERMS O FLASMA ANY M ASl - increnis by factor MHETHTE 1 18 LLN < meagiin <m S LN
BET Fogariahe Armenotramiderase  SERLAA. PLASRAE, SEEUN OF PLASMA AT Kk AST - ingriaie by facior UM 3 T 5L o rmain €= S0=U0H
AL Aapuribe Aranatrariferase  SERURA PLASKAE SERURA DR PLASKLA, ANY HETH ALT - ity i by Factse i - 3 E0eLHM < meiadin s [O0sULM
A5 Adnaiihi Arrenoliafodinasd  SERLML PLASKAL SERUY IR (PLASHLA, ANY HEGH AT - i Iy IGCIOF T o 4 10 0=LILN < fidisite] <= S50

for(i in 1l:nrow(tox_criteria))
if(C.INDICATR == "LOW") {
gc.adlb <- gc.adlb %:>%
mutate (ATOXGRLN = ifelse(CONDITION[i],TOXGRD{i]|,ATOXGRLN},
ATOXDSCL = ifelse(CONDITION[i],TOXTERM[i],ATOXDSCL))
lelse if(C.INDICATR == "HIGH")
gc.adlb <- gc.adlb %:>%
mutate (ATOXGRHN = ifelse(CONDITION[i],TOXGRD!i],ATOXGRHN},
ATOXDSCH - ifelse(CONDITION[i], TOXTERM[i],ATOXDSCH))
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Thank You!
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